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llluminall XFMICH A2 A (next-generation
sequencing, NGS) 2(0|E2{2| Z# 7| E

T EZ2|Q= DNA % RNA AZA0 27 &= E2,
MU J2|10 AL 0|48 RF E55t= UHE
7l&E MSELICL lllumina A=EAE NGS
2IAEZR9| 7|X7t &= CHYSE DNA 2 RNA
2to|E22{2| T3 F|EL |lluminal Al A AJAE! Gl
2Kt Cl|O|E] M =719t BHH| AF2SHEE X X2t of
UELICE

HNluminae A2 #S % B WX H2|Z0| Z2
DEEZFH 2 BO|Lt STA| A7 MEE 2ot
M| XHSotE YIEELRTNK| CHLS M2 27
A E £&5t= 2to|ERE| £H| ZREESS #HF10
UAELICE w2k HAXH= MIIE N, AMTE ZX]
z=22 1N of2tel Zof(formalin-fixed, paraffin-
embedded, FFPE) ME, ¥ J[E} NICI2R ME

S dHISt RO MEo| Mttt 2to|Ee2| =y

2 MElSH ALY = USLILCE

2ME llluminall CHEXQI DNA 2to|=22{2| =&
7|E SM0t2 AostL|Ct MA| 2to|ERe| =3 &M
2 E2 [llumina.comOi|d &olgh 4= Q&L|CE

2 sy Y
2HEEIHEOIME  XHSHHE Sl =2 | a%te| HEY
(On-bead He|lZe a7shs AlZh =g, wEH
tagmentation)22 %13 X|¥ 1.5AIZH W et2 &=
I oA B AT I EER
HIAEER AT

*Illumina DNA PCR-Free Prep 43222 48 A|7H
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lllumina® DNA 2to|E2{2| =& 7|
ZEEZ|QE= EXNotEl 22 FHo|Lt RFA|
HHE HAHE £ A= RUMS HSELICL

2 2H|= Ef2HE|0|M chemistryE
HIEFO 2 XX A|2d 2t E 23 East
LT 2to|HE{2| 4 27|t =2 AHHEIX]
mUM(coverage uniformity)2 &2 &
QUELICE luminal TZEZ2Xs U 5
ME TS 25 XJELICL

2 AEZQRZ 242 25 J|Ht9|
2to|=22{2| £2(pooling)o| 7Hs38tH
2to|=2i2| Ha¥ chA| = X|ASHEIL|CE

M =
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https://www.illumina.com/techniques/sequencing/ngs-library-prep.html

lllumina 2t0|E2{2| T3 &2 M

DNA 2f0|Eg{2| & J|E

Illumina DNA PCR-Free Prep

lllumina DNA PCR-Free Prep2 217t ®%t
FHA| A2 A (whole-genome sequencing,
WGS)zt 20| =2 24 QIAEE @5t=
OfZ2[AH|0|Md S ¢let 2H|= EfHIE[O[ M2t PCRO|
e gl= {3 EERE At E80t 2ol
oH 7| EQL|CE

lllumina DNA Prep

lllumina DNA Prep2 DNA £Z, DNA EHs}
(fragmentation), 2t0|E2{2| =H| & 2t0|=212|
X%t (normalization) EHHIE E¢tst=

E 25t chemistryE E¢lj 01 W20 FAHSH
HIEERE H3ot= 7|EQLICEL

M ZE

PCRZ QI5t T3k (bias) M7, &2
HEEE Q7%= Q17 WGSet 22
ofEz[AI0| M2 2[3t 1M s HIO|H
Hs

-_—

siof Efol 8l DBS MZof| X&ts

=
S315I DNA 25 HEEE—E
2to|=e{2| FH| HASl aEd

FZ3t M DNA(genomic
DNA, gDNA) AHE A 902 2toj|
2to|=22{2| FH| 7. PN, Ett,
A= Hbt(dried blood spot,
DBS)1t &2 MZ|oHK| 42 ME
AHE Al 2.5A12F 2tof| 2to|HE{2|
ZH| 7ts

S oko| MZ st LISt DNA
8&(1~500 ng)2 XI¥st=
ot YIEEL A8

—

> 14

t

=)

Chst DNA AF22(25~300 ng) o
NELIBNE]

HE FHA|, HE2|Z(amplicon),
E2tAD|E(plasmid) 3 OJME
RTEH AEM 27EE =2 M
NS
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/dna-pcr-free-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html

WGSE ?/2t lllumina DNA

stol=Rie) me 249 Qof

ofiEa|3o|M QIZt WGS 2 |MH| E= ZH2 RN WGS
e H|E Z3 EsMA T E(Bead-linked transposome, BLT) BLT

Mot ME BR &l DBS, EteH ol DBS, EtY, M E2H(colony), M2 2| HE
DNA Ar22 25~300 ng 1~500 ng

ST Azt of 458 1~1.5A12¢

Assay &8 AlZt OF 1.5A| 2k oF 3~4A|ZH

PCREZZEZS X [0}

2tojge{a] Y Ue off X X

Mot Ch T3 o O(2H|E) O(2H|E)

FFPE X2 o X Stelsixl 48

AHE3h K@ ofg 0 o]

Illumina DNA/RNA Unique Dual Indexes, Tagmentation

Illumina DNA/RNA Unique Dual Indexes, Tagmentation

NextSeq™ 550 A|AE, NextSeq 1000 A|AE!, NextSeq 2000
AAEl NovaSeq™ 6000 A|AE! NovaSeq X Al2|=

iSeq™ 100 A|AE! MiniSeq™ A|AE, MiSeq™ Al2|=, NextSeq
550 A|AE! NextSeq 1000 A|AE!, NextSeq 2000 A|AH!,
NovaSeq 6000 A|AE! NovaSeq X Al2|=

DRAGEN™ Germline, DRAGEN Somatic, lllumina Connected
Insights, Emedgene™ 2 L E9||0]

DRAGEN Germline, DRAGEN Somatic, DRAGEN
Metagenomics Pipeline, CosmosID, SPAdes Genome
Assembler

lllumina DNA PCR-Free Prep 22 & S H|E

lllumina DNA Prep A2 Z Sl HIZ
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https://support.illumina.com/downloads/illumina-dna-pcr-free-consumables-and-equipment.html
https://support-docs.illumina.com/LP/IlluminaDNAPrep/Content/LP/Illumina_DNA/ConsumablesEquipment_IDP_IDPE_UPIP.htm

DNA QIE|X|HE 3
cto[Ee{2]| T 7| E

Illumina DNA Prep
with Enrichment

lllumina DNA Prep with Enrichments B& QI2|X|HE (targeted enrichment)
% A& (exome) A A OHZE|AIO|MES 2dll 2D AT 2to|E2{2] TH FMat
QIZ|X|HE 7|58 olLtZ ARs MISYLICL O] 7|E= Ciot MED AL S
SHSHA| X|gistH, ZHELISE Q2| X|HE A|ZIA ofE2|7[o| Mol & JHsELCt.

o LIt DNA AHEZH10~1,000 ng)2t &M EtH FFPE DNA S 03] 272 ME
X2l

o A 90E0| ARE|E= otLtO| 8t0|E2| =3} (hybridization) THAIE S8 BA
A2 & (targeted resequencing)oi| 2ot M&0t QIZIX|HE Q2 EER MBS

o A A& ARAM(Whole-exome sequencing, WES), & = ST Zgt AL A|
TRE A7 HA x|

o DesignStudio™ £& 222l =7 &&= lllumina Concierge Design Services

Teams Edfl 2A C|Xt2IE = = lllumina Custom Enrichment Panel
V22t Z2 APH CIXIQIZ| ALt SEESHE QI2[XHE mi'd X[

M ZE

lllumina DNA Prep
with Exome 2.5 Enrichment

lllumina DNA Prep with Exome 2.5 Enrichment= Q12 WES E 3 A| o]t M 5o}
UEo| HO|HE ##5 o H|E CHH| X2 P  ALE off FLICL 0] AFEO]

=2 o

S0[3t 2to|izfz] g Y QIRIXBHE SR M2 ME Fu| EIRE a1 CH7K]
OfPEE AEEIE YIZRQ0| 3 7Y QAL

| |2, Exome 2.5 Z2H (probe) Ifi'd, H|E,
OIHlA(index) & E&st= 2Me 15 WES 7|E 714

o
[N
_k')_}
>.

o EZNQI AE(exon) X HO| AHHZ|X|, =2 2EIZ(on-target) HIE 22|10
ot HHE|X|E HHEC 2 =2 HE|Z M (multiplexing) 3, M2|2F &4 X
HE M 2 Jts

e lllumina Custom Enrichment Panel v2 spike-in2 F7t%9l QI2|X|HE IS

Sot Al FHX It E£= Z%HE X|Y6HH DesignStudio & 220 =7 Ee
lllumina Concierge Design Services Team2 S| £&&|4| C|XtQl 7Hs

AN HE
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep-enrichment.html#tabgroup-2-tab1
https://www.illumina.com/products/by-type/informatics-products/designstudio.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/dna-prep-exome-enrichment.html
https://www.illumina.com/products/by-type/informatics-products/designstudio.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html

lllumina FFPE DNA Prep
with Exome 2.5 Enrichment

lllumina FFPE DNA Prep with Exome 2.5 Enrichment= FFPE MZ0|M XMyl
HO|(low-frequency variant)& ZZ5t= Tumor-Normal(ZY-E4) I EELE

Eoff pizfstn Tl WESE X|gLct

= =HHO| HES floll 22 +H 8l 22 M(false positive) Z20
Lot 1R X Al®X}(unique molecular identifier, UMI) Xt

kel oF 10AIZH QHoll A|AAE 2to|EHR{2|E FH|E =+
K (hybrid-capture) ¥IEZEL M=

rir

rE

Of AHE|X|, 2 2Et2 H|E O2|1 Lt HHE|X| HS

EL

e Illumina Custom Enrichment Panel v2 spike-in2 F7t%9l QIZ|X|HE TS
St A& ZHIE FIt s Z4%E X|ISHH DesignStudio & 2212 =4 E=
lllumina Concierge Design Services Team2 £l £&|4| C|Xtel 7Hs
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[lumina Cell-Free DNA Prep
with Enrichment

lllumina Cell-Free DNA Prep with Enrichmente &% &l gl ol /| A (liquid
biopsy) ME0f|A FE3 M2 29| MJIZRZ| DNA(cell-free DNA, cfDNA)E
ALBSIEE £|MatEl RSt 2lo|Ha2| o SF MYUL|CL

. HET HUIT SHHO| ABS Ao 2F 27 U YN LA WL UMI ZE

o DesignStudio £& 222l =+ EE& lllumina Concierge Design Services
Teamg Sl 27 CIXtele 2 L= lllumina Custom Enrichment Panel
v2et 22 APXITL B CXQIStALE ShEstet QI2|XHE 1i'd X2

M ZE


https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/ffpe-dna-prep-exome-enrichment.html
https://www.illumina.com/products/by-type/informatics-products/designstudio.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep-enrichment.html#tabgroup-2-tab1
https://www.illumina.com/products/by-type/informatics-products/designstudio.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html

llumina DNA 2I2[X[HE

2fo|=eie] ma £2M0| Qof

L

Ol
BN

—

UEC B R

WES, BX| X{A|24

A2 RTA AIEY, PCRYUZZZ AEY, ERtA0|E AJHY

FFPE DNA MZ9| HX Al2Y

cfDNA HEZ0| B AIAY

BLT % sto|22|= X chemistry

BLT % sto|E22|= X chemistry

sto|E22|= X chemistry

sto|=2|= A chemistry

oy Etod FFPE DNA

o, Etoy

FFPE, 52 oo 43

Hat s Holo| M FE3 CIDNA

ngt

10~1,000 ng(5& et R E£= FFPE DNA ME9| <

DNA A8 414 50 ng) 50~1,000 ng FFPE DNA 40 ng 10~30 ng(20 ng AF)
£Epe] A2t of 2AIZF of 2412t of 4412t oF2.5~3A12

Assay 28 AlZt % 6.5AI2 % 6.5AI2 oF 10412t o 10~12A12¢
PCREZEZ 0 o 0o 0o

2toj=z{2| ¥ AR A% X X o] X

Hust ol 2 ol o(2HlE) o(2H|E) X(ER) =R

FFPE X|g! of o X o 0

AHEot X o7 o] o o] o]

=etE= 1

Twist Bioscience for lllumina Exome 2.5 Panel, lllumina
Exome Panel, TruSight Hereditary Cancer, lllumina Custom
Enrichment Panel, [llumina Custom Enrichment Panel
v2(TruSight One v2 % TruSight One Expanded v2 X&)

Twist Bioscience for lllumina Exome 2.5 Panel, Twist
Bioscience for lllumina Mitochondrial Panel, lllumina
Custom Enrichment Panel v2

Twist Bioscience for lllumina Exome 2.5 Panel, Twist
Bioscience for Illumina Mitochondrial Panel

Twist Bioscience for lllumina Exome 2.5 Panel,
lllumina Custom Enrichment Panel v2, lllumina Custom
Enrichment Panel, AtXt H2| oid

Illumina DNA/RNA Unique Dual Indexes, Tagmentation

Illumina DNA/RNA Unique Dual Indexes, Tagmentation

Illumina UMI DNA/RNA Unique Dual v3 Indexes,
Ligation

Illumina UMI DNA/RNA Unique Dual v3 Indexes, Ligation

MiniSeq AIAE!, MiSeq Al2|=, NextSeq 550 AAE, NextSeq
1000 A|AE, NextSeq 2000 A| A&, NovaSeq 6000 A|AE],
NovaSeq X Al2|=

NextSeq 550 A|AE! NextSeq 1000 A|AE, NextSeq 2000
AlA®, NovaSeq 6000 A|AR!, NovaSeq X Al2|=

NextSeq 1000 A|AE! NextSeq 2000 A2, NovaSeq
6000 A|AE!, NovaSeq X Al2|=

NextSeq 550 A|AE!, NextSeq 1000 A|AE, NextSeq
2000 AlAE], NovaSeq 6000 A|AE!, NovaSeq X Al2|=

DRAGEN Enrichment, DRAGEN Somatic, Illumina Connected
Insights, Emedgene 2 E¢|0{

DRAGEN Enrichment, DRAGEN Somatic, lllumina
Connected Insights, Emedgene 2 ZE|0{

DRAGEN Somatic, lllumina Connected Insights

DRAGEN for ILMN cfDNA Prep with Enrichment, lllumina
Connected Insights

lllumina DNA Prep with Enrichment 22 & 9 H|E

Illumina DNA Prep with Exome 2.5 Enrichment

225 A HE

lllumina FFPE DNA Prep with Exome 2.5 Enrichment

e

Illumina Cell-Free DNA Prep with Enrichment

e
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep-enrichment.html#tabgroup-2-tab1
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/dna-prep-exome-enrichment.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/dna-prep-exome-enrichment.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/ffpe-dna-prep-exome-enrichment.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/ffpe-dna-prep-exome-enrichment.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep-enrichment.html#tabgroup-2-tab1
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-dna-prep-enrichment.html#tabgroup-2-tab1

5-base DNA
ciolEeie| =3 7[E

N
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lllumina 5-Base

DNA Prep

[llumina 5-Base DNA Prep2 5-base
SHAHI(A, T, G, C % 5mC)e| Zaxol
AT E 1SS ol 0| HE T <t

H 2 Z (methylome)df| L3t SEHE 25

HSELIct.

M EE

lllumina 5-Base DNA
Prep with Enrichment

lllumina 5-Base DNA Prep with
EnrichmentE ¢t 2| #HE ZH| thAl I
AAY HE Sl #X A % o

SEHS HAISE Tgstn §
HSELIct.

MM HE

b

st

SEO chet

ZE2X0l MH(alignment)zt 2AE =2 HO| 5l K23}
(methylation) ZZE2 2Isi DNA A|RA S SEMES
FX5t= M2 chemistry AtE

HA= 1ngel cfDNA % 50 ng2| gDNAZ T A|Z A0
HIZ AFEY & U= 2to|E={2| & StF QHol| FH| 7ts

28 45 U 9I4 Zro| LR ST UMIS ALR3H0]
e o] MERE 37 HO| AS Jts

m
>
e
re
|m
Hu
=
>
=)
e
=2
M
[um

BEX AJAY o Z2[A018 S flet HAH SH0|HE| = 2K
o2 o4 AtE


https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-5-base-dna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-5-base-dna-prep-enrichment.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-5-base-dna-prep-enrichment.html
https://www.illumina.com/techniques/sequencing/methylation-sequencing/methylome-genome.html
https://www.illumina.com/techniques/sequencing/methylation-sequencing/methylome-genome.html

lllumina 5-Base
DNA 2t0|E2{2|

I
m3 £2449) 9

oiZzlzAold

5-base WGS

5-base EX| A|HA

AXAS AHESH 5mCE T2 #Hgt

AxAS AL 5mCE T2 et

eE 2o|#[0| M (Ligation) & 7|#H0 2 OfREf % oleA %7} 20| 40| M 7|gte] OfEHE] 3 QlEA 7}
Myt ME 7 cfDNA, gDNA cfDNA, gDNA

DNA AFR Y cfDNA 1~20 ng, gDNA 50~100 ng cfDNA 1~20 ng, gDNA 50~100 ng
S A2 o 2,52t 4ol

Assay 28 A2

oF 6~7.5AI2¢

oF 10~12412

PCREZEE ] ¢}
2tojEz{2| FE =R off (0] o]

HERES T

XA et 2e)

X(|AA Het 2Q)

FFPE =&t o{& stolelx| obS QIR g4
s2t X2 o2 X2 o E X&l oy
SeElE I N/A lllumina Custom Enrichment Panel v2

Illumina Unique Dual Indexes

Ilumina Unique Dual Indexes

NovaSeq 6000 A|AE! NovaSeq X Al2|=

NextSeq 1000 A|AE! NextSeq 2000 A|AH],
NovaSeq 6000 A|AE!, NovaSeq X Al2|=

DRAGEN Germline, DRAGEN Somatic,
Illumina Connected Multiomics

DRAGEN Enrichment

lllumina 5-Base DNA Prep 22 E 3 H|E

=

lllumina 5-Base DNA Prep with Enrichment 22 S H|E

M-GL-00033 v3.0 KOR 12


https://support-docs.illumina.com/LP/5-baseDNAPrep/Content/LP/Illumina5-BaseDNAPrep/ConsumablesEquipment.htm
https://support-docs.illumina.com/LP/5-baseDNAPrepEnrich/Content/LP/Illumina5-BaseDNAPrep/ConsumablesEquipment.htm




lllumina 2t0|E2{2| T3 &2 M

[}

RNA A|Z4(RNA-Seq) 2to|=2{z] &
F|EQo] &M ™ AtH|(transcriptome)
T 2oFof| HAZ T RtELICEH
lluminal RNA 2to|Ez2{z| =&l F|E
TEEZQ:= CIYPt ZRO| MEW
OfE2|AHI0|MS X|RlstH Z&H0|1
MO MAH| HE|XIE M-S ELICh

llluminall RNA 2t0|E2{2| T3 S2EMH2
AHEHE X|sts St AIAEERR
SHO| oM, S 9l 243t M52
Zetsto], A2 HIZ AHE0| Jts3t
2to|=22{2|E HRXIIL S5HF ot =H|E &

U 8 FLC.

_|

0] EZM& lllumina2l RNA 2to|22{2|
o J|E ZEELZ|Q 3 HEXQ NETHS
2T0ELICE MA| 2tojE22] =Y F|E
ZE2 ||lumina.comOf|A &Qlst &
UELICE

M-GL-00033 v3.0 KOR
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RNA 2}0|Hz2{g| & 7|E

lllumina RNA Prep
with Enrichment

Illumina RNA Prep with Enrichment= EX RNA
MY S 28t Hetstn X 2toj2a{z] Tf
F|EQILICE O] 7| E= CrYet TR WEN AES

FASH x| 45, chEl R XX 0[] Yl (allele-
specific expression), 8%t & (gene fusion)

ZZ, Hio|20FH (biomarker) 232|4, A& A|AM £

FEelet o Z2A|0] Mo 28 JHsELIC

&2 oto| MZ0|Lt FFPE MEZE 943 2K
284, HH2IX FLY T2

o 2AIZtO|Rte] XY AZHE RFSHE ZHE
R

Ef2RIE O] M 7|gtef 2to|=E{2| Z=H| 8
QE|XHE AIZZR ME

15 M-GL-00033 v3.0 KOR

[llumina Stranded
MRNA Prep

lllumina Stranded MRNA Prep2 mRNA A& A
OfZZIZ|0|MS 2IT ME At80| M1 HEJ}
=2 M3 2to]7|o|M 7|t 7 2to|ER{2] m3

Mk H
qur
X
o
iwl
il

FUst 7t (strand) BE ZHE Soff tHE
2 MAHA|(protein-coding transcriptome) &
HetSt] Mekk[X| b HE

M EE

lllumina
mMiRNA Prep

lllumina miRNA Prep2 Z(species)0f| 42gl0]
total RNA EE= 22|l microRNA(miRNA)Z22E]
X|H 1EEo| miRNA % small RNA 2t0|E22{2| &
MAMe S QT E M= ZtAstn H|I8 E2X

o H2 29| total RNAWN T AME|E &2 miRNA
E0|H zto|=22{2|E MMsiH Ht3 a2

o d=%t miRNAZS| Het gl= Feith S 2ok

UMl Zgt

o AY 7 ALE0| MEl A|FA FRE A
UEZE %|cf 384719 1Rt 5 QI
dual index, UDI)E At23t= 2E

T
il
0.

>
o

oM EE


https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-mrna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/illumina-mirna-prep.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/rna-prep-enrichment.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep.html

lllumina Stranded Total RNA
Prep with Ribo-Zero™ Plus EE=
Ribo-Zero Plus Microbiome

lllumina Stranded Total RNA Prep2 ZtA st w2
2to[A|o|M J[gte| 2to|ER{2| & F|EE, ME AL
1 ZHLSt RNA A2 Y of Z2|AH|0| M X|2IELCt.

0| 7|E0fl= 17t OfRA BE MZ S 03] B9| 2|24
RNA(ribosomal RNA, rRNA)E R X0 2 H|7{st=
lllumina Ribo-Zero Plus rRNA Depletion Kit7} Z&HE|0f
QX0{, ARRTL 7HK| U= MEAN HRE WIS +UEE

S| FLICh*

o ™ MAH| AR M (Whole-transcriptome
sequencing, WTS)2 #I3t 2 HAtE(coding
transcript) % H[ZZ MA}E(noncoding transcript)
bAES
o=

o LCHYSERNA AHEE(1~1,000 ng) X|J. &2 SHe
MEO|Lt FFPE ME ALE A0|= 240t &5 H|

=
i
o

o QIZH OIRA E{E, D AMF/SHE, 224 mRNA
S o8] T ZE5t RNAZ Gt SILIC| BHAIE E3
B8N0 Z NHdt= Ribo-Zero Plus &

o MEIEMAIZEDA(Metatranscriptomics)
OS2l S PIet BB O|ME ME (ol B

ME)0M 2oHR] &= £F U HAMIZ rRNAE HM7{st=
Ribo-Zero Plus Microbiome M H|&2

*CHE MEBH| e IO R ASH| e MAKIS M Hst7| e HRXIL HAR Z2HE
Mt HEE lllumina A2 A ME7Ho A 29

n
El
o
of 0
2
=
o
Nl
or
H
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-total-rna-prep.html
https://support-docs.illumina.com/LP/IlluminaStrandedTotalRNA/Content/LP/Illumina_RNA/ConsumablesEquipment_SM_ST.htm
https://support-docs.illumina.com/LP/IlluminaStrandedTotalRNA/Content/LP/Illumina_RNA/ConsumablesEquipment_SM_ST.htm
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